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AMENDMENTS TO THE SPECIFICATION 

Please replace the paragraph starting on page 7, line 29, with the following amended 
paragraph: 

Fig. 4 is an alignment of VMPKSEP ID NO: 5201 spot ID 22793 (SEP ID NO: 521). and spot ID 
26883 (SEP ID NO: 522) . Also shown is the consensus sequence fSEO ID NO: 523). 

Please replace the paragraph starting on page 7, line 31, with the following amended 
paragraph: 

Fig. 5 is a figure of three sequence alignments showing the mapping of spot ID 22793 (SEP ID NO: 
514 ) , spot ID 27450 ( SEP ID NO: 5151 and soot 26883 (SEP ID NO: 516) oach of throe ooaucnoor, 
onto three different fragments of V MP1 (DKFZ) . respectively having a sequence of SEP ID NP: 
517. SEP ID NO: 518. or SEP ID NO: 519. 

Please replace the paragraph starting on page 88, line 7, with the following amended 
paragraph: 

The following peptides were used for polyclonal antibody production: peptide 809: 
gvhqqyvqriek (SEQ ID NP:3 8 0) , corresponding to amino acids 97-108 of SEP ID NP: 512 of the 
DKFZ protein and peptide 810: sgaepddeeyqef (SEQ ID NP:3 8 1) , corresponding to amino acids 
2 1 5-227 of SEP ID NP: 512 of the DKFZ protein. 

Please replace the paragraph starting on page 77, line 20 with the following amended 
paragraph: 

Additional functional information on GAK was generated using antisense knockout 
technology. A number of different oligonucleotides complementary to GAK mRNA were designed 
(AS) with corresponding controls (RC): GGAATCACCGCTTTGCCATCTTCAA (SEQ ID NP: 
500; CHIR159-1AS, gak:P1868AS), AACTTCTACCGTTTCGCCACTAAGG (SEQ ID NP: 501; 
CHIRI59-1RC, gak:PI868RC); GACC GTGTACTGCGTGTCGTGCG (SEQ ID NP: 502; 
CHIR159-7AS, gak:P0839AS) and GCGTGCTGTGCGTCATGTGCCAG (SEQ ID NP: $02 503; 
CHIR159-7RC, gak:P0839RC), and tested for their ability to suppress expression of GAK in human 
malignant colorectal carcinoma SW620 cells, human breast cancer MDA231 cells, and human 
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breast cancer T4-2 cells. For each transfection mixture, a carrier molecule, preferably a lipitoid or 
cholesteroid, was prepared to a working concentration of 0.5 mM in water, sonicated to yield a 
uniform solution, and filtered through a 0.45 um PVDF membrane. The antisense or control 
oligonucleotide was then prepared to a working concentration of 100 uM in sterile Millipore water. 
The oligonucleotide was further diluted in OptiMEM™ (Gibco/BRL), in a microfuge tube, to 
21 1M, or approximately 20 ug oligo/ml of OptiMEM™. In a separate microfuge tube, lipitoid or 
cholesteroid, typically in the amount of about 1.5-2 nmol lipitoid/ug antisense oligonucleotide, was 
diluted into the same volume of OptiMEM™ used to dilute the oligonucleotide. The diluted 
antisense oligonucleotide was immediately added to the diluted lipitoid and mixed by pipetting up 
and down. Oligonucleotide was added to the cells to a final concentration of 300 uM. 
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